Supplementary Figure 1. Transcriptome sequencing of three ND and three OP clones was performed, followed by further analysis of GO functional categories. Gene set enrichment of DEGs according to the GO categories of biological process, molecular function, and cellular component (*p<0.05, ***p<0.001). Supplementary Figure 2. Time-course expression of (A) WNT16 and (B) DCLK1 in human BM-MSCs induced for osteogenic differentiation. Expression levels are normalized to those on differentiation day 0. Data are shown as mean ± SEM and were analyzed using one-way ANOVA. Different letters indicate significant differences between experimental groups (n=3, p<0.05).
